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Finished example for a teaching lab. Follow your institution’s safety rules and the reagent safety data sheets (SDS); this sheet does not replace them.
Objective
Measure the protein concentration of two cell lysate samples using a bovine serum albumin (BSA) standard curve and absorbance at 595 nm.
Safety
	☒
	Lab coat
	☒
	Safety glasses or goggles

	☒
	Nitrile gloves
	☐
	Fume hood required

	☒
	SDS read for every reagent
	☒
	Waste containers labeled


Hazard  Bradford reagent contains phosphoric acid and methanol: irritant and flammable. Keep away from flames and wash skin contact with water for 15 minutes.
Reagents
	Reagent
	Concentration
	Amount
	Lot no.
	Expires

	Bradford reagent (Coomassie G-250)
	1×
	20 mL
	B2241
	2027-03

	BSA standard
	2 mg/mL
	1 mL
	A0917
	2027-01

	Phosphate-buffered saline (PBS)
	1×, pH 7.4
	50 mL
	P7713
	2027-06

	Cell lysate samples S1, S2
	Unknown
	50 µL each
	—
	Use today


Apparatus
1. Spectrophotometer set to 595 nm, warmed up 15 minutes
1. Plastic cuvettes, 1 cm path length (glass binds the dye)
1. Micropipettes P20, P200, P1000 with tips; vortex mixer
1. Timer
Procedure
1. Prepare BSA standards of 0, 125, 250, 500, 750 and 1000 µg/mL in PBS (final volume 100 µL each).
1. Pipette 20 µL of each standard and each sample into labeled tubes, in triplicate.
1. Add 1.0 mL Bradford reagent to each tube and vortex for 3 seconds.
1. Incubate at room temperature for 5 minutes. Read within 60 minutes.
1. Blank the spectrophotometer with the 0 µg/mL standard, then read each tube at 595 nm.
1. Record readings in the data table; note anything unusual in the observation log.
Observation log
	Time
	Observation
	Initials

	10:12
	Standards prepared; 750 µg/mL tube slightly cloudy, vortexed again.
	HC

	10:31
	Reagent added to all 24 tubes.
	HC

	10:37
	Spectrophotometer blanked; readings started.
	HC

	10:52
	Sample S2 reading above top standard; diluted 1:2 and re-read.
	HC


Data
Table 1. Standard curve absorbance at 595 nm
	BSA (µg/mL)
	A1
	A2
	A3
	Mean

	0
	0.000
	0.002
	0.001
	0.001

	125
	0.112
	0.118
	0.115
	0.115

	250
	0.221
	0.214
	0.219
	0.218

	500
	0.398
	0.405
	0.402
	0.402

	750
	0.561
	0.553
	0.566
	0.560

	1000
	0.702
	0.710
	0.698
	0.703


Type new absorbance readings over the numbers, then select the table and press F9 to update the means.
Results
	Sample
	Mean A595
	Dilution
	Protein (µg/mL)

	S1
	0.344
	1
	453

	S2
	0.455
	2
	1,224


Linear fit of the standards: A595 = 0.000699 × concentration + 0.0275 (R² = 0.994). S2 was diluted 1:2 because its first reading was above the highest standard; the result is corrected for dilution.
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